Karine Pedreira Padilha et al.

Mem Inst Oswaldo Cruz, Rio de Janeiro, Vol. 113(10): e1802901, 2018

1|1

Supporting information
Molecular detection of ZIKV in mosquitoes - The viral RNA was extracted from the whole body using QIAmp Viral Mini Kit (Qiagen, Germany) according to manufacturer’s protocol for molecular detection of ZIKV in the experimentally infected Aedes aegypti females. The RT-PCR
for detecting ZIKV RNA was conducted using the Zika 4481- 5’CTGTGGCATGAACCCAATAG3’ and Zika 4552c - 3’ ATCCCATAGAGCACCACTCC5’ primers(1) in a Veriti 96 well Thermocycler model 9902 (Applied Biosystems, Foster City, California, USA), as previously
described,(2) except for the pair Urca Ae. aegypti - Rio S-1 ZIKV strain where we used a RT-qPCR which details are available elsewhere.(3)

Fig. 1: Zika virus (ZIKV) detection by real time-polymerase chain reaction (RT-PCR). Whole body of infected mosquitoes were collected seven
days after the feeding and a PCR reaction was performed to confirm the Zika infection. The first seven lanes showed the infected mosquitoes
and the following four lanes showed the control (mock). The “C” represents the reaction without any cDNA template, while “M” and “Z” are
mock and Zika C6/36 supernatant controls, respectively.

Fig. 2: overall effect of Zika virus (ZIKV) infection on the eggs quantity (A) and viability (B) of Aedes aegypti females. The lack of significance
is represented by p values > 0.05 obtained by the parametric t-Student and non-parametric Mann-Whitney tests, respectively. Error bars represent mean ± s.d of three independent experiments. No significant differences were found neither in eggs production (p = 0.3699) nor viability
(p = 0.5757).

Fig 3: effect of Zika virus (ZIKV) infection on the eggs quantity (A) and viability (B) of Aedes aegypti females (Urca population) in the second
gonotrophic cycle. Females took a second uninfected bloodmeal 14 days after being orally challenged by the Rio-S1 ZIKV strain. The horizontal
lines represent the median of the data.
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